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WELCOME MESSAGE

Welcome to the 15" Annual Canadian National Proteomics Network Conference: CNPN 2024 — From Peak to
Peak. All conference events are taking place at the Fairmont Chateau Whistler in Whistler, Canada in the
Frontenac ballrooms and foyer. This year’s conference features proteomics experts from Canada, the US and
abroad, from industry, government and academia. Dr. Ljiljana Pasa-Toli¢ (Pacific Northwest National Labs, USA)
and Dr. Michael Lassman (Merck & Co.), will be giving the Sunday and Monday night keynotes, respectively, to
help set the stage for the conference.

The conference begins on Sunday November 17th — for trainees the day starts with 8 AM breakfast as part of
Trainee Day, whereas for all participants the conference will begin at 5 PM with the Opening Keynote, followed
by the Opening Mixer. The following Monday, Tuesday and Wednesday are be packed with scientific sessions,
posters, and the expo, while leaving afternoons free to explore Whistler and its surroundings. Poster presenters
will be presenting either Monday or Tuesday (posters will not be up both days), so be sure to visit the poster and
exhibit hall on both Monday and Tuesday.

We hope you enjoy connecting with your colleagues, making new connections and also exploring Whistler and
its surroundings.

Mari DeMarco & Philipp Lange
Local Organizing Committee, Canadian National Proteomics Network

HOUSEKEEPING

Presenters & Chairs: Details for speakers, poster presenters and chairs can be found in the Presenter Guide. Slides
must be loaded onto the conference laptop ahead of your entire session block. You will NOT be able to use your
own computer. As such, plan to load and review your talk well ahead of your session. Talks can be loaded during
any of the breaks, including the day(s) before your presentation.

Talk type Presentation  Q&A time
Simply drop your file into the folder that corresponds to your session time (min) (min)
block so that the session chair can easily find it. Keynote 30 10

Plenary 25 5
Please note that timings in the scientific program include both the | Award 20 5
assigned talk and Q&A time combined, and in some cases a little | Selected 15 3
buffer to transition between talks. Please keep speakers to their | Short 8 2
allotted time. For quick reference see the table. Poster pitch 1 0

Posters: See the Presenter Guide for details on when to post and take down your poster, along with other
information. Scientific posters will be up either Monday or Tuesday, see the schedule following the program.

Box lunch: Available on Monday.

Location: All events are in the Frontenac ballrooms and foyer; located just off of the hotel’s main entrance.
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Program

Sunday November 17"

‘S:OOAM - 3:35PM TRAINEE DAY FRONTENAC A
See trainee day program for details: https://cnpn.ca/cnpn2024/trainee-day/

|3:OO—5:OO PM REGISTRATION DESK OPEN FRONTENAC FOYER
This is the earliest registration time; however, the registration desk will be staffed (for the most part)

throughout the conference.

|5:OOPM - 6:30PM SESSION | FRONTENAC A

CHAIR: PHILIPP LANGE

5:00 - 5:10 WELCOME MEETING CO-CHAIRS: MARI DEMARCO & PHILIPP LANGE

5:10 - 5:50 KEYNOTE LIILJANA PASA-TOLIC
Toward single-cell proteomics and protein imaging

5:50 - 6:08 MATTHEW BERG
Uncovering the functional impact of missense mutations proteome-wide using mistranslation and mass
spectrometry

6:08 - 6:28 OLIVIER JULIEN

Characterizing protein-protein interactions in living, dying, and infected cells

6:30 - 7:45PM OPENING MIXER FRONTENAC FOYER
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Mass spectrometry
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Monday November 18th

‘9:00 - 10:15 AM SESSION Il FRONTENAC A

CHAIR: MARIE BRUNET

9:00 - 9:30 PLENARY ERIN BERTRAND SUPPORTED BY PIXUL
Proteomic windows into marine microbial processes

9:30 - 9:48 DAVIER GUTIERREZ-GONGORA
Leveraging the predicted proteome of the common grove snail Cepaea nemoralis for antifungal drug
discovery

9:48 - 10:06 RICHARD GLEN UHRIG

Closing the Protein-Gap in Chronobiology using Quantitative Proteomic Approaches

10:07-10:12 POSTER PITCHES BOYAN LIU, S.-W. GRACE CHENG

10:15-11:00 AM POSTER SESSION A & COFFEE BREAK FRONTENAC B&C
Visit exhibitors in the Frontenac foyer and in the poster room

11:00 AM - 12:15 PM SESSION 111 FRONTENAC A

CHAIR: RACHEL NADEAU

11:00-11:30 PLENARY JENNIFER GEDDES-MCALISTER
Organ atlas proteome mapping of cryptococcosis defines novel putative biomarkers and promising

druggable targets for personalized health management

11:30-11:48 RENE ZAHEDI
Advancing sex estimation from amelogenin

11:48 - 11:59 KIKI HUANG
Proline-rich coiled-coil paralogs are stress granule proteins that redundantly promote cell proliferation

11:58 - 12:08 RUPINDER JANDU (TRAINEE DAY)
Leveraging membrane mimetics for lipidomics and thermal proteome profiling of membrane proteins

12:15 - 3:30 PM BOX LUNCH & BREAK FRONTENAC B&C

12:15-12:45 PM BOX LUNCH PICK-UP SPONSORED BY PROTIFI
Grab a to-go lunch box in the poster room and head off on an afternoon adventure!

3:30 - 4:45 PM SESSION IV FRONTENAC A

CHAIR: MICHAEL WOODS

3:30 - 3:50 CNPN 2024 AGM JENNIFER GEDDES-MCALLISTER
All attendees welcome to attend

3:50 - 4:08 LEANNE WYBENGA-GROOT
Molecular Profiling of Glioma Formalin-Fixed Paraffin-Embedded Surgical Specimens by Standardized
ASAP Extraction Protocols

4:08 - 4:26 DENNIS ORTON
Targeted proteomic analysis of collagen subtypes permit biochemical
hophysiological anal C
and pathophysiological analysis in FFPE tissues — T
— CN¥PN 2024
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4:26 - 4:36 ELMIRA SHAJARI
Diagnosis and subtyping of inflammatory bowel disease using stool protein profiles by SWATH mass

spectrometry and machine learning

4:37-4:43 POSTER PITCHES HAVVA AFSHARI, LINA ALHOURANI, FRANK ANTONY

4:45 - 5:30 PM POSTER SESSION B / BREAK FRONTENAC B&C
Visit exhibitors in the Frontenac foyer and in the poster room

5:30 - 6:30 PM SESSION V FRONTENAC A

CHAIR: MARI DEMARCO

5:30 - 6:10 KEYNOTE MICHAEL LASSMAN
Proteomics driving innovation in pharma

6:10 - 6:28 CASIMIR BAMBERGER
A new Approach to Analyze Amyloid-beta Polymorphs in Patients with Mass Spectrometry

6:30 - 7:45 PM MIXER FRONTENAC FOYER
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Tuesday November 19t

‘9:00 - 10:15 AM SESSION VI FRONTENAC A

CHAIR: JI-YOUNG YOUN

9:00 - 9:30 PLENARY FABIAN COSCIA
Deep visual proteomics for precision oncology

9:30 - 9:48 CASSANDRA WANG
Diving into space: Deciphering disease states in lung tissue using LCM-LC-MS/MS

9:48 - 9:58 FARAH JOHOUSI
Towards single cell proteome characterization of acute lymphoblastic leukemia

9:58 - 10:08 SHUXIN (LUCY) CHI
Single-cell Proteomics for Investigating the Mystery of Cellular Heterogeneity in Astrocytes

10:09 - 11:05 POSTER PITCHES MUKHAYYO SULTONOVA, RONALD BALAGTAS, SHARVARI SOMAYAJI

‘ 10:15-11 AM POSTER SESSION C & COFFEE BREAK FRONTENAC B&C
Visit exhibitors in the Frontenac foyer and in the poster room
‘11:00 AM - 12:30 PM SESSION VI FRONTENAC A

CHAIR: KIKI HUANG

11-11:30 PLENARY JI-YOUNG YOUN
Mapping Dynamic Landscape of Stress Granules Proteomes Reveals Stress Granules’ Function in
Transcriptome Stabilization During Stress

11:30-11:48 SUMAN SHRESTHA
Characterization of PROTAC specificity and endogenous protein interactomes using ProtaclD

11:48 - 11:59 SHRIYA KAMAT
Chaperoning through time: Revealing the temporal manner of DNAJAZ2 client selectivity through combined
pulse-SILAC and BiolD proximity labelling

12:00 - 12:09 RACHEL NADEAU
Discovery of novel 3’UTR regulatory structural motifs using protein co-localization networks

12:10-12:30 TECH TALK THERMO FISHER SCIENTIFIC
A high-throughput PROTAC compound screening workflow for targeted protein degradation with the
Orbitrap Astral mass spectrometer for accurate label-free quantitation

12:30-3:30 PM BREAK
Lunch on own

3:30-4:45 PM SESSION VIII FRONTENAC A
CHAIR: RENE ZAHEDI

3:30-4:00 PLENARY JEFF NIVALA
Playing the long game towards nanopore single-molecule protein sequencing

4:00 - 4:18 KARLA WILLIAMS
Isolation of Extracellular Vesicles from Complex Biofluids for Proteomics Analysis: Working towards an
early breast cancer detection strategy

4:18 - 4:28 HAORONG LI — * 2024
Benchmarking and Automating the Biotinylation Proteomics Workflow //(I:N\\\p N
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4:28 - 4:38 ELLOISE COYLE (TRAINEE DAY)
ProPickML: Advancing Clinical Diagnostics with Automated Peak Picking in Label-Free Targeted Proteomics

4:39 - 4:45 POSTER PITCHES HUAN ZHONG, VESAL KASMAEIFAR, XUEHUI JIANG

| 4:45 - 5:30 PM POSTER SESSION D & COFFEE BREAK  FRONTENAC B&C

Visit exhibitors in the Frontenac foyer and in the poster room

\5:30 - 6:30 PM SESSION IX FRONTENAC A

CHAIR: JENNIFER GEDDES-MCALLISTER

5:30 - 6:00 MARIE BRUNET
CNPN New Investigator Award

6:00 - 6:30 MIKE MORAN
CNPN Tony Pawson Proteomics Award

6:30 - 7:45 PM MIXER FRONTENAC FOYER
Don’t forget to stop by exhibitors one last time.
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Wednesday November 20t"

|9:oo - 10:15AM SESSION X FRONTENAC A

CHAIR: CYRIL HELBLING

9:00 - 9:30 PLENARY TILLIE HACKET
Combining Imaging mass cytometry and ultra-resolution micro-CT imaging to understand the

heterogeneity of lung inflammation and fibrosis

9:30 - 9:48 GREGG MORIN
Surface and Global Proteome Profiling Identifies Actionable Immunotherapy Targets in Medulloblastoma

9:48 - 9:58 BRENNA HAY (TRAINEE DAY)
Reducing ribosome biogenesis enhances interferon-stimulated gene translation

9:58 - 10:16 RYUHJIN AHN
Uncovering the signalome of disseminated glioblastoma cells in vivo

10:15 - 10:45 AM COFFEE BREAK FRONTENAC FOYER

10:45 AM - 12:00 PM SESSION XI FRONTENAC A

CHAIR: ELLOISE COYLE

10:45 - 11:03 MATHIEU LAVALLEE-ADAM
A novel supervised learning algorithm for real-time collision energy selection to optimize peptide

fragmentation in mass spectrometry

11:03 - 11:21 SIDHANTH CHIRUKANDATH
Proteomics as a tool to identify post-translational protein modifications in rat ventricular myofibroblasts

and mouse myoblast cells

11:21-11:39 PETER BELL
ClearCut prediction and detection of proteolysis during viral infection

11:39 - 11:55 TRAINEE AWARDS MARI DEMARCO
CNPN Best Poster Awards, CNPN & Mass Dynamics Abstract Awards, & Rising Stars in Proteomics Awards

11:55-12:00 CLOSING REMARKS ~ MARI DEMARCO & PHILIPP LANGE

CLOSE OF SCIENTIFIC PROGRAM

12:00 - 1:00 PM FAREWELL LOUNGE FRONTENAC FOYER

Want to make one last scientific connection or meet up before an adventure in Whistler? Plan to meet up
in the Frontenac Foyer for final goodbyes.

Wishing everyone safe travels home!
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Thank you to the sponsors,
partners & friends of CNPN 2024
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Poster Sessions - Overview

| MONDAY POSTERS

Al
A2
A3
A4
A5
A6
A7
A8
A9

A10
All

Al12

Al13
Al4

Bl
B2
B3

B4
B5

B6

B7

B8

B9

B10

B11

B12

B13

B14
B15

POSTER SESSION A (MORNING)

Se-dighi, Saya Optimizing BiolD Enzyme Selection for Expanding the Human Cell Map into Multiple Cancer

Cell Lines

Szeitz, Andras Developing a volatilome detection platform for functional metagenomic screening

Mohamed, Bilan Identifying Effectors and Regulators of Rab GTPases by Proximity Labeling

Liu, Boyan Decoding proteomic interactions between fusarium graminearum and resistant triticum
aestivum: insights into defense mechanisms and virulence factor

Hay, Brenna N Reducing ribosome biogenesis enhances interferon-stimulated gene translation

Trifiro, Félix-Antoine Functional proteomics on pseudogenes challenges the moonlighting nature of GAPDH

Huang, Kiki (Jie Qi) Proline-Rich Coiled-Coil paralogs are stress granule proteins that redundantly promote cell
proliferation

Vafaee, Kosar Optimizing Enzyme Selection in Proximity-Dependent Biotinylation to Study Cell Cycle
Protein Dynamics

Syama, Krishna Priya Proteomics in unravelling toxicity mechanisms after exposure to inorganic oxide-based
nanomaterials

Cavalcante e Almeida S4, Mariana  Proteins associated with antimicrobial resistance in bacteria and fungi strains

Woods, Michael Disruption of ClpX reverts fluconazole susceptibility for Cryptococcus neoformans through
modified heme biosynthesis and ergosterol production

Romero, Oscar Discovery of bioactive molecules from mollusks in Southern Ontario

Wong, Ryan Bioprospecting to Improve Recombinant Protein Yields from Saccharomyces cerevisiae

Cheng, S.-W. Grace Proteomic Investigation of CDK12 and CDK13; paralogues with specific and common cell
type RNA processing functions

POSTER SESSION B (AFTERNOON)

Uchil, Ashwini Leveraging Proteomics to Uncover the Role of Glycosyltransferases in Cancer

Helbling, Cyril Structural Proteoforms of a-Synuclein as Diagnostic Targets for Parkinson’s Disease

Jayousi, Farah Enrichment of Plasma Extracellular Vesicles (EVs) for Characterization of Solid Tumors in
Pediatric Cancers

Antony, Frank Leveraging membrane mimetics to characterize mammalian organs” membrane proteome

Song, Harley Surface Proteome Analyses Identify ROR2 as a Potential Immunotherapeutic Target in
Osteosarcoma: Functional Implications and Molecular Interactions

Afshari, Havva Determining kinase activation states in chronic lymphocytic leukemia (CLL) through
multiplexed mass spectrometry

West, Kara Overcoming the dynamic range difficulties in CSF samples through a novel enrichment step
for biomarker discovery studies

Alhourani, Lina Effects of Bortezomib Treatment on Protein Dynamics in Multiple Myeloma: Degradation
and Synthesis Patterns

da Silva, Mayara Barbara Development of a novel platform for assessment of interactions driving infection between

Cryptococcus neoformans and macrophages

Chowdhury, Mohammad Mobarak Hossain Impact of a tailored exercise regimen on physical capacity and
plasma proteomic profile in post-COVID-19 Condition

Miao, Siyu Discovery of novel therapeutic targets in multiple myeloma: a mass spectrometry-based
proteomic approach

Rais, Yasmine Identification and Quantification of Autoantibodies against Prostate-Specific Antigens by
ImmunoAffinity-Mass Spectrometry

Turner, Zoe Characterization of the Anti-Respiratory Syncytial Virus Polyclonal Antibodies by
ImmunoAffinity-Mass Spectrometry

Chandhok, Sahil Characterization of the cellular proteostasis machinery using a turbolD-based approach

Marsh, Alison Surfaceome and global proteome profiling identifies ROR2 as a surface protein with

therapeutic potential in Osteosarcoma

N\\ , .
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TUESDAY POSTERS

SESSION C (MORNING)

C1 CHopiuk, Greg

C2 Wybenga-Groot, Leanne
C3  Xu, Liuting

C4  Arad, Maor

C5 Maitland, Matthew
C6 Berg, Matthew

C7 Sultonova, Mukhayyo
C8 Fordwour, Osei

C9 Balagtas, Ronald

C10 Jandu, Rupinder

C11 Spencer, Sandra

C12 Somayaiji, Sharvari

C13 Chi, Shuxin
C14 Zhang, Yishan

C15 Uhrig, Richard

Single cell analysis towards 1000 samples per day using the Evosep whisper zoom methods
on the timsTOF Ultra2

Comparative Quantitative Analysis of Established and Emerging Technologies for Plasma
Proteome Profiling

Characterizing the effect of new acaricide (3¢c{3,6}) on honey bees

Multi-Omics Profiling of Equine Pituitary Pars Intermedia Dysfunction

Proteomic profiling of the targetable ubiquitin system

Uncovering the functional impact of missense mutations proteome-wide using
mistranslation and mass spectrometry

Thermal Proteomic Profiling to Elucidate Functions of Bioactive Metabolites in the
Kynurenine Pathway

Probing the Target Site for a Promising Acaricide to Tackle Varroa Mites in
HoneybeeColonies

Enzyme Entrapment within Hydrogel for Rapid Digestion in Bottom-Up Proteomic
Workflows

Leveraging membrane mimetics for lipidomics and thermal proteome profiling of membrane
proteins

I Did It So You Don’t Have To: Trials and Tribulations of Parametrization of Data
Independent Acquisition on Orbitrap Tribrid Mass Spectrometers

MaSSProt: MFP-assisted spatial sampling and mass spectrometric analysis workflow for
ultra-sensitive near single-cell proteomics

Single-cell Proteomics for Investigating the Mystery of Cellular Heterogeneity in Astrocytes
Spatial metabolomics and proteomics of the honeybee gut using MALDI-TOF imaging:
insights into gut function and health

Closing the Protein-Gap in Chronobiology using Quantitative Proteomic Approaches

SESSION D (AFTERNOON)

D1 Cdlquhoun, David
D2 Coyle, Elloise

D3 Shajari, ElImira

D4 Stockert, Fabian
D5 Absar, Foroughsadat

D6 Bourassa, Francis
D7 Zhong, Huan

D& Batruch, lhor
DS Zhong, Jenny

D10 Valdés-Tresanco, Mario
D11 Vasylieva, Valeriia
D12 Kasmaeifar, Vesal

D13 Jiang, Xuehui
D14 Shi, Yuming

D15 Boushehri, Neda
D16 Kamat, Shriya

Getting faster, deeper biological insights using ZT Scan DIA

ProPickML: Advancing Clinical Diagnostics with Automated Peak Picking in Label-Free
Targeted Proteomics

Diagnosis and Subtyping of Inflammatory Bowel Disease Using Stool Protein Profiles by
SWATH mass spectrometry and machine learning

Analysis of Mitochondrial Protein Import and Processing by Mass Spectrometry

A Hit prioritization strategy in compound library screening using Limited Proteolysis-Mass
Spectrometry and molecular dynamics simulations: KRas G12D drug interactions as an
example

MapRT: combining real-time mass spectrometry analysis and proteogenomics for a deeper
protein identification

Proteomic Insights into the Effects of Blueberry and Cranberry Crops on Honey Bee Health
and Physiology

Novel data-independent acquisition (DIA) strategy for higher throughput quantitative
Identification of proteoforms associated with cryptic 3’ss splicing by K700E-mutated SF3B1
in chronic myeloid leukemia through integration of RNA-sequencing and proteomics data
In Varietate Concordia: A Unified Framework for Bacterial Proteomic Organization

Open modification proteogenomics search enabled by ionbot fosters proteomic discoveries
Computational optimization of bait selection for proximity proteomics with a genetic
algorithm

Accelerating relative and absolute quantitative proteomics using broad specificity proteases
Investigating and Addressing the Source of Missing Values in Mass Spectrometry-Based
Proteomics

Quantification of the PD-1/PD-L1 Axis in Various Cancer Types by Immuno-MRM
Chaperoning through time: Revealing the temporal manner of DNAJA2 client selectivity
through combined pulse-SILAC and BiolD proximity labelling

PLATFORM POSTER ROW (P1-P6) — MONDAY & TUESDAY
P1 UVic-Genome BC Proteomics Centre

P2 NBCC Proteomics Facility

P3  BC Cancer Research Institute Proteomics Platform

P4 CRA-CHUSJ Integrated Clinical Platform for Pediatric Proteomics, OS2\ ,,
Immunopeptidomics and Secretomics — - ~
P5 Segal Cancer Proteomics Centre - C N * p N 2 O 4 4

P6 Proteomics Platform of CHU de Québec - Université Laval Research Center

TN
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